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In the title compound, C 8 H 12 N 2 O, the piperidine ring exhibits a chair conformation and its least-squares plane (all atoms) makes a dihedral angle of 32.88 (12) with the propanenitrile unit (r.m.s. deviation = 0.001 Å ). In the crystal, molecules are linked by C-HÁ Á ÁO hydrogen bonds, forming chains along [001] .
Related literature
For ring conformations, see: Cremer & Pople (1975) . For background to piperidine derivatives, see: Andrews et al. (2008) ; Abdel-Aziz & Mekawey (2009); Abdel-Aziz et al. (2009, 2011) . For the synthesis, see: Whitehead & Traverso (1955 Table 1 Hydrogen-bond geometry (Å , ). 23 3.1922 (17) 170 Symmetry code: (i) x; Ày þ 1 2 ; z À 1 2 .
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL and PLATON (Spek, 2009 
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Comment
Piperidines are an important class of heterocycles found in numerous natural products and medicinal structures (Andrews et al., 2008) . In continuation of our interest in the chemistry of piperidines (Abdel-Aziz & Mekawey, 2009; , 2011 , we report here the crystal structure of the title compound.
In the title molecule, Fig. 1 , the piperidin-1-yl ring (N1/C1-C5) exhibits a chair conformation, puckering parameters (Cremer & Pople, 1975 ) Q = 0.5455 (18) Å; Θ = 1.84 (19)° and φ = 113 (6)Å, and its least square plane makes a dihedral angle of 32.88 (12)° with the propanenitrile unit (N2/C6-C8, r.m.s. deviation = 0.001 Å).
In the crystal (Fig.2) , molecules are linked via C7-H7A···O1 hydrogen bonds (Table 1) , forming chains along [001].
Experimental
The title compound was prepared by the reaction of ethyl cyanoacetate with piperidine according to the reported method (Whitehead et al., 1955) . Colourless blocks were obtained by slowly evaporating an ethanol solution at room temperature.
Refinement
All H atoms were positioned geometrically and refined using a riding model with C-H = 0.97 Å and U iso (H) = 1.2 U eq (C).
Computing details
Data collection: APEX2 (Bruker, 2009 ); cell refinement: SAINT (Bruker, 2009 ); data reduction: SAINT (Bruker, 2009 ); program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) and PLATON (Spek, 2009 The crystal structure of the title compound, viewed along the a axis. H atoms not involved in hydrogen bonds (dashed lines) have been omitted for clarity. where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max = 0.001 Δρ max = 0.20 e Å −3 Δρ min = −0.30 e Å −3 Extinction correction: SHELXTL (Sheldrick, 2008) , Fc * =kFc[1+0.001xFc 2 λ 3 /sin(2θ)] -1/4 Extinction coefficient: 0.82 (4)
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Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (9) 0.0141 (7) 0.0097 (8) −0.0108 (7) C3 0.0657 (10) 0.0527 (10) 0.0837 (13) 0.0142 (7) 0.0077 (8) −0.0032 (8) C4 0.0628 (10) 0.0564 (10) 0.0736 (11) 0.0085 (7) −0.0083 (8) 0.0097 (7) C5 0.0808 (11) 0.0605 (10) 0.0448 (9) 0.0074 (7) 0.0018 (7) 0.0103 (6) C6 0.0476 (7) 0.0455 (8) 0.0364 (7) −0.0053 (5) 0.0133 (5) −0.0027 (5) C7 0.0615 (9) 0.0436 (9) 0.0428 (8) 0.0051 (6) 0.0115 (6) −0.0030 (5) C8 0.0597 (9) 0.0496 (10) 0.0600 (9) 0.0057 (6) 0.0167 (7) −0.0037 (6) Geometric parameters (Å, º) N1-C6 1.3361 (18) C3-H3A 0.9700 N1-C1 1.4597 (16) C3-H3B 0.9700 N1-C5 1.4650 (17) C4-C5 1.508 (3) N2-C8 1.134 (2) C4-H4A 0.9700 O1-C6 1.2271 (16) C4-H4B 0.9700 C1-C2 1.508 (2) C5-H5A 0.9700 C1-H1A 0.9700 C5-H5B 0.9700 C1-H1B 0.9700 C6-C7 1.5224 (18) C2-C3 1.514 (2) C7-C8 1.458 (2) C2-H2A 0.9700 C7-H7A 0.9700 C2-H2B 0.9700 C7-H7B 0.9700 C3-C4 1.508 (2) 
